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CAK
Cdk7
DNA-dep. PK
Erk
GSK-3`
p68 RNA helicas (DDX5)
p72 RNA helicase (DDX17)
PP2A, PP5
SF3a p120
SPBP IKK¡

PKA
PKB
Rsk1/2
S6K1

ATBF1
ATF-2
Brn3a
Brn3b
Ciz1
CTGF
CUEDC2
ERBP
GT198
HET/SAF-B
HMGN1
LMO4
MTA1s?
MUC1
NS5B
p21WAF1

p400 (-H2A.7)
P/CAF
pp32
PRMT2
p65 (RelA), p50
Smad1
Smrt
Stat5
Striatin
TAF-I`
XBP-1
ZNF366

c-Abl
Calmodulin
TAFII 30
TR2

ACTR
14-3-3`

/AIB1
AhR/Arnt
c-Abl
Dynein light chain I
GRIP1
GSK-3
HER4 4ICD
LRP16
MAZ
MMS19
MRF1
MTA1s?
NFAT3
p300/CBP
p400 (-H2A.7)
PRMT2
RTA-1
Shc
SIP-1
Smad4
SRC1
_
`-tubulin
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Baf57
HET/SAFB1+2
HPIP
c-Jun, JunB
L7/SPA
NCoR
PGC-1
Smrt

ACTN4
ACTR/AIB1
Ada3
ASC-2/AIB3/RAP250/PRIP/TRBP
BRG1/hSNF2ß
hBrm/hSNF2_
CBP/p300
COASTER
Cytokeratin 8 and 18
DAX-1
Drosha
ERAP140
Fe65
GRIP1/TIF2
HPIP
MLL2
MNAR (=PELP1)
mSUG1/Trip1
MTA1s
NRC
NRIF3
NSD1
p33(ING1b)
p53
p62 (TFIIH)
PERC
PGC-1
PNRC, PNRC2
Psu1
RIP140
RIZ1
R-MGMT (O-methyl-G methyl-
   transferase)
SHP
SRC1
TFIIB
T:G mismatch-specific
   thymine DNA glycosylase
TIF1 (=TRIM24)
Tip60
TRAP220/Drip205
TRRAP
TrxR1b
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APC
Arnt
ATBF1
BCAS2
Brx
CaMK
CAPER_�`
CARM1
CCAR1
Cdc25B
C/EBP`
CHIP
CIA
CITED
CNOT1
c-src
cyclin D1 and T1
DBC-1
DP97
DUSP22
EDG1/HEXIM1
EFP
ER`
G`a
HBV X protein
HDAC6
HER4 4ICD
Hsp90 complex
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CyclinA-Cdk2
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PKA
Rsk2
Brca1
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Pak1
PKA
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CBP/
p300

COBRA1
CRM1

17`-HSD10
IEBP
Islet-1
LDR
LMO4
MAT1
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MICoA and MTA1
MRF1
NCoR
PAK6
PP5
PR-B
PRMT2
REA/prohibitin 2
RAP80
RAR
ROCK-2
RXR
SMYD3
SPOP
SPT6
Striatin-3a
TR
TR4
Uba3
WBP-2
XPD (TFIIH)

HDAC4TAB2
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c-Src
Crkl
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p38
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K266/8

PRMT1

S559 CK2
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p300
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For more candidates, see also global analysis at Ravasi
et al. (2010) Cell 140, 744; and mass spec analysis of
Lanz et al. (2010) Mol. Endocrinol. 24, 859
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c-Abl

Y52
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14–3-3h, ADA3-containing TBP-free TAF-containing complex, AhRR,
ANCCA, Ape1/Ref-1, AR, ARA70/ELE1, Bag-1L, BCAR1 (p130Cas), Bip,
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