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HMGN1 CARM1 MICoA and MTA1
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MUCAH C/EBPB PAK6
CAK NS5B CHIP PP5
21 WAF1 CIA PR-B
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TAB2 c-AbI pKA CRM1 AF2-dependent
14-3-3p Rsk2 c-Src| ACTN4
ACTR/AIB1 p3g Brcal cpy | ACTR/AIBT
AhR/Arnt PRMT1 LCoR Ada3
c-Abl _ Pak1 ASC-2/AIB3/RAP250/PRIP/TRBP
Dynein light chain | PKA BRG1/hSNF2B
GRIP1 G . hBrm/hSNF2c.
GSK-3 oi CBP/p300
HER4 4ICD HMGB-1/-2 COASTER
LRP16 SNURF ? Cytokeratin 8 and 18
S 19 SRB-RGS Baf57 DAX-1
MRF1 Vault HET/SAFB1+2 EF&?P1a40
MTA1s? HPIP Fe65
NFAT3 c-Jun, JunB GRIP1/TIF2
p300/CBP L7/SPA HPIP
p400 (-H2A.7) NCoR MLL2
PRMT2 PGC-1 MNAR (=PELP1)
RTA-1 Smrt mSUG1/Trip1
Shc MTA1s
SIP-1 NRC
Smad4 NRIF3
SRC1 NSD1
o/p-tubulin p33(ING1b)
Vinexin a L . p53
binding domain unknown (to me!) | p62 (TFIIH)
PERC
14-3-3h, ADA3-containing TBP-free TAF-containing complex, AhRR, PGC-1
ANCCA, Ape1/Ref-1, AR, ARA70/ELE1, Bag-1L, BCAR1 (p130Cas), Bip, PNRC, PNRC2
caveolin-1, C/ EBPa, CAF1, Cdk11 (p58 ), CK13, CLIM, COUP-TF, Il?tlslg1140
CSN5/Jab1, E6-AP, ErbB4, ERR1, Ets-1, EZH2, FAK, FEN-1, FHL2, RIZ1
FKHR - FKHRL1 - AFX, Flightless I, FoxO3a, GATA-1, Mdm2, HIF-1aq, R-MGMT (O-methyl-G methyl-
HPV E2-E6-E7, Hsp27 (=IEBP), IKKa, ILK, JMJD2B, LKB1, LMTKS3, transferase)
3-methyl DNA glycosylase, mGluR1a, MTA2, NM23-H1, NPE3-3, JNrf2, SHP
OTUBH1, p38y, p85 (PI3K), p97 RNA helicase, p150/Glued, PAX2, PCNA, SRC1
PDI, Per2, PGC-2, PIAS, PITX1, PKCZ, prohibitin, RbAp46, RbAp48, ;'F(;I%ismatch-s ecific
RhoGDla, RLIM, Smad2/3, SOD1, SP1, SP3, Stat3, Tcf-1, Tcf-4, TFII-I, 'thymine DNA glycosyhse
TRIP230 (?), Trx, TrxR1, Ubc9, Vav3, WT1 TIF1 (=TRIM24)
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For more candidates, see also global analysis at Ravasi TrxR1b

et al. (2010) Cell 140, 744; and mass spec analysis of
Lanz et al. (2010) Mol. Endocrinol. 24, 859
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ERp (only) interactors
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